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SEQUENCE LISTING 



(1) GENERAL INFOI 



?ION: 



(i) APPLICANT: \KHUDYAKOV, YURI E, 

FIELDS, HOWARD A. 



(ii) 
THE SAME 



TITLE OF INDENTION: MOSAIC PROTEIN AND RESTRICTION 
ENDONUCLEASE ASSISTED LIGATION METHOD FOR MAKING 



37th Floor 



(iii) NUMBER OF SEQUENCES : 55 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: JONES Sc ASKEW, LLP 

(B) STREET: 3191 Peachtree Street, N.W. 

(C) CITY: Atlanta 

(D) STATE: GA\ 

( E ) COUNTRY : USA 

(F) ZIP: 30303^-1769 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.3 0 



(vi) 



(viii) 



(ix) 



CURRENT APPLICATK 

(A) APPLICATION 

(B) FILING DATE 

( C ) CLASSIFICATION! 



DATA: 
3ER: 



US 



ATTORNEY /AGENT INFORMATION: 

(A) NAME: WARREN, WMjLIAM L. 

(B) REGISTRATION NUMBER : 3 6,714 

( C ) REFERENCE / DOCKET WjMB ER : 03063-0380 

TELECOMMUNICATION INFORMATION : 

(A) TELEPHONE: 404-81&-3700 

(B) TELEFAX: 404-818-3V99 



(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 55 base pair* 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 



(iii) 



HYPOTHETICAL : NO 
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ANTI- SENSE: NO 

FRAGMENT TYPE: internal - - 

ORIGINAL SOURCE: 
(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

CCCCGAATTC AACCGAAACC GCAACGTAAA ACCAAACGTA ACAgCATTCG TCGTC 
55 \ 

( 2 ) INFORMATION FOR KEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH A 69 base pairs 

(B) TYPE: nlicleic acid 

(C) STRANDEDNESS: .single 

(D) TOPOLOGYy linear 

(ii) MOLECULE TYPE A cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO \ 

(v) FRAGMENT TYPE: internal 

( vi ) ORIGINAL SOURCE : \ 

(A) ORGANISM: Hdpatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

CCCCGGATCC TATTTCGGAC CAACGATCTG ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 \ 

ACGACGAAT \ 
69 \ 

( 2 ) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 base pairs 

(B) TYPE: nucleic acicl 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA \ 
(iii) HYPOTHETICAL: NO \ 



(iv) 

_ (v) - 
(vi) 
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(iv) ANTI- SENSE: NO 

(v) FRAGMENT V TYPE : internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

CCCCGAATTC AACCGAAAqC GCAACGTCAG ACCAAACGTA ACACCAACCG TCGT 
54 

(2) INFORMATION FOR iBEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH :A 7 0 base pairs 

(B) TYPE: nticleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOG 1 ^: linear 

(ii) MOLECULE TYPEl cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

CCCCGGATCC TATTTCGGAC CAACGa\dCTG ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 

ACGACGGTTG 
70 

(2) INFORMATION FOR SEQ ID NO :\ 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 base $airs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
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(iv) ANTI-SENSE: NO 

( v) FRAGMENT "^YPE : Internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 

CCCCGAATTC AACCGAAACC\ GCAACGTAAA ACCAAACGTA ACACCTACCG T 
51 

(2) INFORMATION FOR SEQ ID NO : 6 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 73 base pairs 

(B) TYPE: nudleic acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : \ 1 inear 

(ii) MOLECULE TYPE: bDNA 

( i i i ) H YPOTHET I C AL : NC 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

CCCCGGATCC TATTTCGGAC CAACGAT^TG ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 

ACGACGGTAG GTG 
73 

(2) INFORMATION FOR SEQ ID NO : 7 

(i) SEQUENCE CHARACTERISTIC^ 

(A) LENGTH: 55 base pa^rs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: singl^ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 




(iv) ANTI-SENSE\ NO 



(v) FRAGMENT -TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

CCCCGAATTC AACCGAAACC feCAACGTAAA CCGAACCGTA ACACCAACCG TCGTC 
55 \ 

(2) INFORMATION FOR SEQ ID NO : 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucl\eic acid 

(C) STRANDEDNEBS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



(iv) ANTI-SENSE: NO \ 

(v) FRAGMENT TYPE: intiernal 

(vi) ORIGINAL SOURCE: \ 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 

CCCCGGATCC TATTTCGGAC CAACGATQTG ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 \ 

ACGACGGTT \ 
69 \ 

(2) INFORMATION FOR SEQ ID NO : 9 \ 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 63 base pairs 

(B) TYPE: nucleic acid \ 

(C) STRANDEDNESS : singlte 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA \ 
(iii) HYPOTHETICAL: NO \ 




(iii) 



HYPOTHETICAL : NO 
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(iv) ANT I- SENSE: NO 

(v) FRAGMENT- TYPE : -internal- 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO : 9 

CCCCGAATTC AACCGAAACC CpCAACGTCAG CCGAAACGTA ACACCCCGCG 
TCGTCCGCAG 60 

GAC 
63 

(2) INFORMATION FOR SEQ\ ID NO: 10 

(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 60\ base pairs 
i (B) TYPE: nucleic acid 

J9, (C) STRANDEDNESS: single 

(D) TOPOLOGY: llinear 



(ii) MOLECULE TYPE: c^NA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE:' internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION A SEQ ID NO: 10 

CCCCGGATCC TATTTCGGAC CAACGATCT\G ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 

(2) INFORMATION FOR SEQ ID NO:l-, 

(i) SEQUENCE CHARACTERISTIC^: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acidl 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHET I C AL : NO 
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iff 



(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

( vi ) ORIGINAL! SOURCE : 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11 

CCCCGAATTC AACCGAAAqC GCAACGTAAA ACCAAACGTA ACGCTCACCG TCGTC 
55 

(2) INFORMATION FOR &EQ ID NO: 12 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: \ 69 base pairs 

(B) TYPE: nAcleic acid 

(C) STRANDEDNESS: single 
<D) TOPOLOGY^ linear 



(ii) MOLECULE TYPE A cDNA 

fp (iii) HYPOTHETICAL: ^TO 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 

CCCCGGATCC TATTTCGGAC CAACGA^CTG ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 

ACGACGGTG 
69 

(2) INFORMATION FOR SEQ ID NOJ13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: sirigle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
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(iv) ANT I- SENSE: NO 

(v) FRAGMENT \TYPE : internal 

<vih ORIGINAL SOURCE: 

(A) ORGANTHSM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

CCCCGAATTC AACCGAAACC\ GCAACGTAAA AACCAGCGTA ACACCAACCG TCGTC 
55 

(2) INFORMATION FOR SE?Q ID NO: 14 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: \linear 



(ii) MOLECULE TYPE: &DNA 

(iii) HYPOTHETICAL: NO\ 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: HepWtitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

CCCCGGATCC TATTTCGGAC CAACGAT£TG ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 

ACGACGGTT 
69 

(2) INFORMATION FOR SEQ ID NO: 15 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 55 base pairs 

(B) TYPE: nucleic aciJ 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
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(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM : Hepatitis virus 



(xi) SEQUENCE ^DESCRIPTION: SEQ ID NO: 15: 

CCCCGAATTC AACCGAAACC GCAACGTAAA ACCAAACGTA ACACCATTCG TCGTC 
55 \ 

(2) INFORMATION FOR\ SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTHi: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL :\ NO 

(iv) ANTI- SENSE: N© 

(v) FRAGMENT TYPE :\ internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 

CCCCGGATCC TATTTCGGAA CGtAgATAAC ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 \ 

ACGACGAAT \ 
69 \ 

(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 bast pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA \ 
(iii) HYPOTHETICAL: NO \ 
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r 



(iv) ANTI- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANIC SM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 17 

CCCCGAATTC AACCGAAACC\ GCAACGTAAA ACCGAACGTA ACACCAACCG TCGTCC 
56 

(2) INFORMATION FOR SEQ ID NO: 18 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nudleic acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : \ 1 inear 

(ii) MOLECULE TYPE: \cDNA 

( i i i ) HYPOTHETICAL : 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE; 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

CCCCGGATCC TATTTCGGAC CAACG^ATCTG ACCACCACCA GAGAAACGAA 
CGTCCGGACG 60 

ACGGT 
65 

(2) INFORMATION FOR SEQ ID NO: 19 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 bade pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: fe ingle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
( i i i ) HYPOTHETICAL : NO 
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(iv) ANTI-SENSE A NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE : 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

CCCCGAATTC AACCGAAACC gVaACGTCAG ACCAAACGTA ACACCCTGCG TCGT 
54 

(2) INFORMATION FOR SEQ \ ID NO: 20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 \ base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 tLnear 

(ii) MOLECULE TYPE: cqNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE 

(A) ORGANISM: HepAtitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20 

CCCCGGATCC TATTTCGGAC CAACGATpTG ACCACCAGCC GGGAATTTAA 
CGTTTTTCGG 6 0 

ACGACGACGC AGG 
73 



(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 base gairs 

(B) TYPE: nucleic ac: 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
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( i v ) ANT I - SENSE : NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

CCCCGAATTC AACCGAAACC\ GCAACGTAAA ACCAAACGTA AAGCTCACCG TCGTC 
55 

(2) INFORMATION FOR S&Q ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nuileic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY :\ linear 

( i i ) MOLECULE TYPE : \ cDNA 

( i i i ) HYPOTHETICAL : 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 22 

CCCCGGATCC TATTTCGGAC CAACGA(rCTG ACCACCACCC GGGAATTTAA 
CGTCCTGCGG 60 

ACGACGGTG 
69 

(2) INFORMATION FOR SEQ ID NOi23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino \acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: no t\ relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: protein 
(iii) HYPOTHETICAL: NO 
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(iv) ANTI- SENSE 



"(vi) ORIGINAL SOURCE 



(A) ORGAN1 



NO 



SM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:23: 

Pro Lys Pro Gin \ Arg Lys Thr Lys Arg Asn Thr lie Arg Arg 

Pro Gin I 

1 te 10 15 

Asp Val Lys Phe \=>ro Gly Gly Gly Gin lie Val Gly 
20 \ 25 

(2) INFORMATION FOR S&Q ID NO: 24: 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: K8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY :\ not relevant 

(ii) MOLECULE TYPE : \ protein 

(iii) HYPOTHETICAL: $0 

(iv) ANTI -SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: fiepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

in Thr Lys Arg Asn Thr Asn Arg Arg 

10 1 



Pro Lys Pro Gin Arg G 
Pro Gin 

1 5 



Asp Val Lys Phe Pro Gl^ Gly Gly Gin lie Val Gly 
20 I 25 

(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amikio acids 

(B) TYPE: amino acp_d 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: not relevant 
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(ii) MOLECULE TYPE : protein 

(iii) HYPOTHETIC All: NO - — - " " 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 

Pro Lys Pro Gin Ard Lys Thr Lys Arg Asn Thr Tyr Arg Arg 

Pro Gin \ 

1 5 \ 10 15 

Asp Val Lys Phe Pro Gly Gly Gly Gin lie Val Gly 
20 \ 25 

(2) INFORMATION FOR SEQ ID\NO:26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino acids 

(B) TYPE: amino aoid 

(C) STRANDEDNESS: hot relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: protean 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis^ yirus 



(xi) SEQUENCE DESCRIPTION: SEQ\ID NO:26: 

Pro Lys Pro Gin Arg Lys Pro Ask Arg Asn Thr Asn Arg Arg 

Pro Gin \ 

1 5 \ 10 15 

Asp Val Lys Phe Pro Gly Gly Gly\Gln lie Val Gly 
20 Y 5 

(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 28 amino acids 

(B) TYPEl: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE ifefPE : protein 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: \N0 

(v) FRAGMENT TYPfc : internal 

(vi) ORIGINAL SOURtE: 

(A) ORGANISMS Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:27: 

Pro Lys Pro Gin Arg\Gln Pro Lys Arg Asn Thr Pro Arg Arg 

Pro Gin \ _ . 

1 5 \ 10 1 

Asp Val Lys Phe Pro Gly Gly Gly Gin lie Val Gly 
20 \ 25 

(2) INFORMATION FOR SEQ ID\NO:28 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : nbt relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: proteii 

(iii) HYPOTHETICAL : NO 

( iv) ANTI- SENSE : NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: v 
(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ 11^ NO: 28: 

Asn Ala His Arg Arg 

10 

Asp Val Lys Phe Pro Gly Gly Gly Girl He Val Gly 



Pro Lys Pro Gin Arg Lys Thr Lys 
Pro Gin 

1 5 
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20 I 25 
( 2 ) - . INFORMATION- FOR- WeQ ID NO : 29 : - - - 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH :\ 28 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGy\ not relevant 

(ii) MOLECULE TYPE :\ protein 

( i i i ) HYPOTHET I C AL : 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

Pro Lys Pro Gin Lys Arg \Asn Gin Arg Asn Thr Asn Arg Arg 

Pro Gin \ 

1 5 \ 10 15 

Asp Val Lys Phe Pro Gly Gly Gly Gin lie Val Gly 
20 \ 25 

(2) INFORMATION FOR SEQ ID NO: 30: 

<i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 8 amino kcids 

(B) TYPE: amino acid \ 

(C) STRANDEDNESS : not Ire levant 

(D) TOPOLOGY: not releyant 

(ii) MOLECULE TYPE: protein 

( i i i ) HYPOTHET I C AL : NO 

(iv) ANTI- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ IB NO: 30: 
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Pro Lys Pro Gl\i Arg Lys Thr Lys Arg Asn Thr lie Arg Arg 
Pro Gin 

1 . . . \ 5 - - -- - 10 15 

Asp Val Lys Phi Pro Gly Gly Gly Val lie Tyr Val 
20 I 25 

(2) INFORMATION FOR SpEQ ID NO: 31 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH :\ 28 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY\: not relevant 

(ii) MOLECULE TYPE ^ protein 

(iii) HYPOTHETICAL: ISTO 

(iv) ANT I- SENSE: NO ' 

(v) FRAGMENT TYPE: linternal 

(vi) ORIGINAL SOURCE*' 

(A) ORGANISM: hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 1 : 

Pro Lys Pro Gin Arg L;Vs Thr Glu Arg Asn Thr Asn Arg Arg 

Pro Gin \ 

1 5 \ 10 15 

Asp Val Arg Phe Ser GlA Gly Gly Gin lie Val Gly 
20 \ 25 

(2) INFORMATION FOR SEQ ID NOy:32: 

(i) SEQUENCE CHARACTERISTICS:. 

(A) LENGTH: 28 amino\acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: not\ relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL : NO 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 

Pro Lys Pro Lys Arb Gin Thr Lys Arg Asn Thr Leu Arg Arg 

Pro Lys \ 

1 5 10 15 

Asn Val Lys Phe Prci Ala Gly Gly Gin lie Val Gly 
20 \ 25 

(2) INFORMATION FOR SEQ HID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 8 tamino acids 

(B) TYPE: aminol acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: ni>t relevant 

(ii) MOLECULE TYPE: protein 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: HepAtitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:33: 

Pro Lys Pro Gin Arg Lys 4hr Lys Arg Lys Ala His Arg Arg 

Pro Gin \ - c- 

! 5 \ 10 15 

Asp Val Lys Phe Pro Gly Gly Gly Gin He Val Gly 
20 \ 25 

(2) INFORMATION FOR SEQ ID NO : 3' 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 base pa^rs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: singl^ 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 
(iii) HYPOTHETICAL: NO 
(iv) ANT I- SENSE: NO 
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\ 



(v) FRAGMENT TYPE 



(vi) ORIGINAL SOURpE : 
(A) ORGANISM 



internal 



Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34 

CCCCGAATTC AAGCCGCCCA C^TACCATAC CTAGAACAAG GAATGCATCT 
CGCAGAACAA 60 

TTCAAACAAA AGGCACTTCG T<! 
82 

(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESSl: single 

(D) TOPOLOGY: litiear 

(ii) MOLECULE TYPE: cDl^A 

( i i i ) HYPOTHETICAL : NO 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION : \ SEQ ID NO: 35 

CCCCGGATCC TAACTAGCCT CTTCCATCT^ ATCAAACTCC TGATACAAAA 
CCTCCCTATC 60 

CGGGATAACA GCCGGACGAA GTGC 
84 

(2) INFORMATION FOR SEQ ID NO: 361 

(i) SEQUENCE CHARACTERISTIC i 

(A) LENGTH: 85 base pailrs 

(B) TYPE: nucleic acid 1 

(C) STRANDEDNESS: singljf 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: cDNA 



50 



(iii) HYPOTHETICAL: NO 

( iv) _ .ANTI-SENSE- :V NO 

(v) FRAGMENT TYPE internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36 

CCCCGAATTC AAGCTAGTCA CTTACCGTAT ATCGAGCAGG GAATGCAGTT 
AGCTGAACAG 60 

TTTAAACAGA AGGCTCTGGC TT\rTG 
85 

(2) INFORMATION FOR SEQ lb NO: 37 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 bkse pairs 

(B) TYPE: nucleia acid 

(C) STRANDEDNESS :\ single 

( D ) TOPOLOGY : 1 in&ar 

(ii) MOLECULE TYPE: cDNAi 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE; 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37 

CCCCGGATCC TAAGGCCGAG CGTCAGACTC ApGAACATAA TGAGTAGGAG 
AAACATGATT 60 

ACCCCGAGAA GCAAAAGCCA G 
81 

(2) INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

( iv) ANTI- SENSE :\ NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38 

CCCCGAATTC AACGGCCTGC gVtAATACCG GATAGGGAGG TTCTTCATAG 
GGAGTTTGAC 60 

GAGATGGAGG AGGCTTTTGC G 
81 

(2) INFORMATION FOR SEQ 1d NO: 39 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: lilnear 

(ii) MOLECULE TYPE: CD^TA 

(iii) HYPOTHETICAL : NO 

(iv) ANTI -SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: HepatVLtis virus 



(xi) SEQUENCE DESCRIPTION : \ SEQ ID NO: 39: 

CGCCGGATCC TACTGCGAAG CATCAGACl\c AGGAACATAA TGAGCCGGAC 
TAACATGATT 60 

CCCACGAGAC GCAAAAGCC 
79 

(2) INFORMATION FOR SEQ ID NO: 40* 

(i) SEQUENCE CHARACTER I STIC s\ 

(A) LENGTH: 83 base pairs 
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(B) TYPE: rJucleic acid 

(C) STRANDEDNESS: single 

- - - (D) TOPOLOGY: linear- - 

(ii) MOLECULE TYPEi cDNA 

(iii) HYPOTHETICAL: MO 

(iv) ANTI-SENSE: NO \ 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: \ 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 

CCCCGAATTC AATCGCAGGC GGCGCCTTAT ATTGAGCAGG CTCAGGTTAT 
TGCTCATCAG 6 0 \ 

TTTAAGGAGA AGGTTCTTGC TTT \ 
83 , \ 

(2) INFORMATION FOR SEQ ID NO : 41 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 83 base pAirs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA \ 

(iii) HYPOTHETICAL: NO \ 

(iv) ANTI- SENSE: NO \ 

(v) FRAGMENT TYPE: internal . \ 

(vi) ORIGINAL SOURCE: \ 

(A) ORGANISM: Hepatitis viriis 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

CCCCGGATCC TACGGCTTCG CGTCCGACTC AGGAACATAA TGAGTCGGAG 
AATCATGATT 60 \ 

ACCACGAGAA GCAAAAGCAA GAA \ 
83 \ 

(2) INFORMATION FOR SEQ ID NO: 42: \ 



m 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH!: 79 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPflt: cDNA 

(iii) HYPOTHETICAL: \NO 

(iv) ANT I- SENSE: NO } 

(v) FRAGMENT TYPE: Internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42 

CCCCGAATTC AAAAGCCGGC GATAAT^CCT GACCGTGAGG TTCTGTATCG 
TGAGTTTGAT 60 

GAGATGGAGG AGTCACAGC 
79 

(2) INFORMATION FOR SEQ ID NO : ^3 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 87 base palLrs 

(B) TYPE: nucleic acid^ 

( C ) STRANDEDNES S : s ing ]\e 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virut 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO): 43: 

CCCCGGATCC TAAAACGCCA GAGCCTTCTG CTTAAAC^GC TCAGCAAGCA 
TC AT AC C C TG 60 
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CTCAATGTAC GGAAGATGCT GTGACTC 

87 _ 1 _ . _ . ... . 

(2 ) INFORMATION FOR\ SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTHS 7 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY^: linear 

( i i ) MOLECULE TYPE :\ cDNA 

(iii) HYPOTHETICAL: NO 

<iv) ANTI -SENSE: NO \ 

(v) FRAGMENT TYPE: irifcernal 

(vi) ORIGINAL SOURCE: \ 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION* SEQ ID NO: 44: 

CCCCGAATTC AAGCGTTTGC TTCTCGTGGT AATCATGTTG CTCCGACTCA 
TTATGTTACG 60 \ 

GAGTCAGATG CTAAGC \ 
76 \ 

(2) INFORMATION FOR SEQ ID NO:45:\ 

(i) SEQUENCE CHARACTERISTICS :\ 

(A) LENGTH: 84 base pairs 

(B) TYPE: nucleic acid \ 

(C) STRANDEDNESS: single \ 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA \ 

(iii) HYPOTHETICAL: NO \ 

(iv) ANTI -SENSE: NO \ 

(v) FRAGMENT TYPE: internal \ 

(vi) ORIGINAL SOURCE: \ 
(A) ORGANISM: Hepatitis virus \ 



(xi) 



SEQUENCE DESCRIPTION: SEQ ID NO : 4 
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CCCCGGATCC TAGAAAGCqT CCTCCATCTC ATCATACTGC TGATAAAGAA 
CCTCCTTATC "60 

CGGAACCAGA GCCGGCTT^G CATC 
84 

(2) INFORMATION FOR !sEQ ID NO: 46 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH A 80 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE\ cDNA 

(iii) HYPOTHETICAL: ^0 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46 

CCCCGAATTC AAGCTTTCGC TTCTC^TGGT AATCATGTTG CTCCTACGCA 
TTATGTTGTT 6 0 

GAGTCAGATG CTTCTGCTTC 
80 

(2) INFORMATION FOR SEQ ID NQ: 47 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 
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(xi)- SEQUENCE DESCRIPTION: SEQ -ID NO: 47: 

CCCCGGATCC TAG AAAGCC A GAACCTTCTC CTTAAACTGA CCAGCAATAG 
CACGCGTCTC 60 -A 

GTCCATATAC GGCAGAGAAG CAGAAG 
86 \ 

(2) INFORMATION FOR SEQ ED NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 base pairs 

(B) TYPE: nucleic acid 

(C) S TRANDE DNE S S\: single 

(D) TOPOLOGY: lifaear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO \ 

(iv) ANTI-SENSE: NO \ 

(v) FRAGMENT TYPE: interhal 

(vi) ORIGINAL SOURCE: \ 

(A) ORGANISM: Hepatiltis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 48: 

CCCCGAATTC AAGCTTTCGC TAGTCGTGGGn AATCATGTGT CGCCGCGTCA 
TTATGTGCCT 60 \ 

GAGTCTGAGC CTCAGGTTGT \ 
80 \ 

(2) INFORMATION FOR SEQ ID NO: 49: \ 

(i) SEQUENCE CHARACTERISTICS: \ 

(A) LENGTH: 80 base pairs\ 

(B) TYPE: nucleic acid \ 

(C) STRANDEDNESS: single \ 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA \ 
(iii) HYPOTHETICAL: NO \ 
(iv) ANTI-SENSE: NO 1 
(v) FRAGMENT TYPE: internal 1 
(vi) ORIGINAL SOURCE: 1 
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(A) ORGANISM: Hepatitis virus 



(xi) - SEQUENCE DESCRIPTION: SEQ ID NO: 49: 

CCCCGGATCC TAAGAAGCCT GCTCCATCTC ATCAAAAGCC TCATACAGTA 
TCTCCTTATC 60 \ 

CGGCGTAACA ACAACCTGAG \ 
80 \ 

(2) INFORMATION FOR SEQ p NO:50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 1 

(iv) ANT I- SENSE: NO 1 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: \ 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:50: 

CCCCGAATTC AAGCTTCTAA GGCCGCGCTG ATTGAGGAGG GTCAGCGTAT GG 
52 \ 

(2) INFORMATION FOR SEQ ID NO:bl: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 48 base pkirs 

(B) TYPE: nucleic acifi 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear \ 

(ii) MOLECULE TYPE: cDNA 1 

(iii) HYPOTHETICAL: NO \ 

(iv) ANT I- SENSE: NO \ 

(v) FRAGMENT TYPE: internal \ 

(vi) ORIGINAL SOURCE: \ 
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(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51 

CCCCGGATCC TACTGGATCT TAGA^TTCAG CATCTCAGCC ATACGCTG 
48 

(2) INFORMATION FOR SEQ ID krO:52 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 52 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : nbt relevant 

(D) TOPOLOGY: not relevant 

(ii) MOLECULE TYPE: protean 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitite virus 



(xi) SEQUENCE DESCRIPTION: SE© ID NO: 52: 

Ala Ala His lie Pro Tyr Leu G5|_u Gin Gly Met His Leu Ala 
Glu Gin 

1 5 \ 10 

Phe Lys Gin Lys Ala Leu Arg PrA Ala Val He Pro Asp Arg 

Glu Val \ 

20 \25 30 

Leu Tyr Gin Glu Phe Asp Glu MetlGlu Glu Ala Ser His Leu 

Pro Tyr 1 

35 40 45 

He Glu Gin Gly Met Gin Leu Ala piu Gin Phe Lys Gin Lys 

Ala Leu . 

50 55 \ 60 

Ala Phe Ala Ser Arg Gin Asn His Ser Pro Thr His Tyr 

Val Pro 

65 70 \ 75 

80 

Glu Ser Asp Ala Arg Pro Ala He 11^ Pro Asp Arg Glu Val 
Leu His 
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90 

Arg Glu Phe Asp GlLi Met Glu Glu Ala Phe Ala -Ser Arg Gly 
Asn His 

100 I 105 110 

Val Ser Pro Ala Hi3, Tyr Val Pro Glu Ser Asp Ala Ser Gin 
Ala Ala 

115 \ 120 125 

Pro Tyr lie Glu Gin \Ala Gin Val lie Ala His Gin Phe Lys 
Glu Lys 

130 V 135 



95 



140 



Val Leu Ala Phe Ala sier Arg Gly Asn His Asp Ser Pro Thr 
His Tyr 
145 

160 



150 



155 



Val Pro Glu Ser Asp Al^ Lys Pro Ala lie lie Pro Asp Arg 
Glu Val 

165 \ 170 

175 

Leu Tyr Arg Glu Phe Asp \?lu Met -Glu Glu Ser Gin His Leu 

Pro Tyr . 

180 \ 185 190 

lie Glu Gin Gly Met Met L^u Ala Glu Gin Phe Lys Gin Lys 

Ala Leu , 

195 \ 200 205 

Ala Phe Ala Ser Arg Gly Asn\His Val Ala Pro Thr His Tyr 

Val Thr . nnn 

210 215 \ 220 

Glu Ser Asp Ala Lys Pro Ala L\eu Val Pro Asp Lys Glu Val 

Leu Tyr . 

225 230 \ 235 

240 

Gin Gin Tyr Asp Glu Met Glu Glu\ Ala Phe Ala Ser Arg Gly 
Asn His 

245 \ 250 

255 



Val Ala Pro Thr His Tyr Val Val Olu Ser Asp Ala Ser Ala 
Ser Leu 

260 



270 



Pro Tyr Met Asp Glu Thr Arg Ala life Ala Gly Gin Phe Lys 

Glu Lys \ ___ 

275 280 \ 285 
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Val Leu Ala Phe Al$ Ser Arg Gly Asn His Val Ser Pro Arg 
His Tyr — - - 

290 \ 295 300 

Val Pro Glu Ser Glu\Pro Gin Val Val Val Thr Pro Asp Lys 
Glu lie 

305 fclO 315 

320 

Leu Tyr Glu Ala Phe A^p Glu Met Glu Glu Ala Ser Lys Ala 
Ala Leu 

325 \ 330 

335 

lie Glu Glu Gly Gin Arg\ Met Ala Glu Met Leu Lys Ser Lys 
lie Gin 

340 \ 345 350 



(2) INFORMATION FOR SEQ ID NO\: 53 

(i) SEQUENCE CHARACTERI S r . 

(A) LENGTH: 57 base foairs 

(B) TYPE: nucleic actd 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii> MOLECULE TYPE: cDNA 

(iii) HYPOTHETICAL: NO 

(iv) ANT I- SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis ^irus 



(xi) SEQUENCE DESCRIPTION: SEQ ID\NO:53: 



CTGGTTCCGC GTGGATCCCC AGGAATTCCC GGGTCC 

(2) INFORMATION FOR SEQ ID NO: 54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 



GAGCGGCCGC ATCGTGA 
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(iii) HYPOTHETICAL \ NO 

- ( i V ) ANTI -SENSE : INtO 

(v) FRAGMENT TYPEl: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM^ Hepatitis virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 54: 

TCGCAGCGAA TTCTCGAGGA TCpATCC 
27 

(2) INFORMATION FOR SEQ h\d NO: 55 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 kse pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESSi: double 

(D) TOPOLOGY: lihear 

(ii) MOLECULE TYPE: CD? 

(iii) H Y POTHET I C AL : NO 

(iv) ANTI -SENSE: NO 

(v) FRAGMENT TYPE: internal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Hepatitis virus 



(xi) SEQUENCE DESCRIPTION: iSEQ ID NO: 55 

CTGGTTCCGC GTGGATCGCA GCGAATTCTq GAGGATCCAT CCCGGCCGCA TCGTGA 
56 



